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Invited Presentations:

Invited speaker for major international conferences (10-20 invitations per year), including International Conference on Arabidopsis Research, International Congress of Developmental Biology, Gordon Conference on Plant Molecular Biology, International Congress of Genetics, and International Congress on Plant Molecular Biology.
Membership of Scientific Advisory Boards or Editorial Boards:
1. F1000 faculty member in Plant Biology (Plant Genetics & Gene Expression, since Nov 2016)

2. Annual Review of Cell and Developmental Biology (published by Annual Reviews; Editorial Committee Member from Jan 2016 to Dec 2025)

3. eLife (published by eLife Sciences Publications; Reviewing Editor since Sep 2015)

4. PLoS Genetics (published by Public Library of Science; Associate Editor since Aug 2012)
5. Proceedings of the National Academy of Sciences of the United States of America (published by National Academy of Sciences-USA, Guest Editor since Aug 2016)
6. Plant Communications (published by Cell Press; Editorial Board member since Jan 2020)
7. Small Structures (published by Wiley Press; Editorial Advisory Board member since Mar 2020)

8. Frontiers in Plant Evolution and Development (published by Frontiers Research Foundation in Switzerland and Nature Publishing Group; Review Editor since Jan 2011)
9. Academic Advisory Board member for the School of Life Sciences, Management Development Institute of Singapore (since Jul 2011)
10. Elected overseas expert for Chinese Academy of Sciences (since 2014)
11. International evaluation panel member for Shanghai Center for Plant Stress Biology, Chinese Academy of Sciences (2014)
12. International evaluation panel member for Center of Excellence in Plant Molecular Biology, Chinese Academy of Sciences (2015)
13. International advisor for National Institute for Basic Biology (NIBB), Japan (since 2015)
14. International reviewer for the Institute of Plant and Microbial Biology (IPMB), Academia Sinica, Taiwan (2017)
15. International evaluation panel member for Institute of Plant Physiology & Ecology, Chinese Academy of Sciences (2018)
16. External Examiner for Faculty Biotechnology & Biomolecular Sciences, Universiti Putra Malaysia (2019)
17. Nominated Member for National Genetic Modification Advisory Committee (GMAC), Singapore (2020).
18. International evaluation panel member for Agricultural Genomics Transversal Postdoctoral Programme by Centre for Research in Agricultural Genomics (CRAG), Spain (since 2021)
19. International member of the Fellowships Review Committee of the Human Frontier Science Program (HFSP), France (since 2021)
20. BMC Plant Biology (published by BioMed Central in UK; Associate Editor, 2009-2016)

21. Bioscience Reports (published by Portland Press in UK; Editorial Board Member, 2012-2016)
22. GM Crops and Food (published by Landes Bioscience in USA; Editor, 2009-2016)

23. Journal of Experimental Botany (published by Oxford University Press in UK; International Scientific Advisory Board member; 2008-2012; Member of Board of Reviewers, 2012-2016)

24. 3Biotech (published by Springer in Germany; Associate Editor, 2010-2012) 

25. GSB journals (published by Global Science Books in UK; Editor for three journals: Genes, Genomes and Genomics; International Journal of Plant Developmental Biology; Orchid Science and Biotechnology; 2006-2011)

Reviewer for Academic Society:

Reviewer for over 40 international refereed journals

Science, Nature, Nature Genetics, Developmental Cell, PLoS Biology, Nature Plants, Trends in Plant Science, Genome Biology, Current Biology, Plant Cell, Proc. Natl. Acad. Sci. USA, eLife, Development, Seminars in Cell and Developmental Biology, PLoS Genetics, PLoS ONE, Cell Research, Cellular and Molecular Life Sciences, Plant Journal, Plant Physiology, Cellular and Molecular Life Sciences, Journal of Experimental Botany, Molecular Plant, Plant Molecular Biology, Advances in Botanical Research, Journal of Plant Physiology, Plant Cell Reports, Journal of the American Society of Horticultural Science, Plant Science, Plant Breeding, Plant Physiology and Biochemistry, TSW Development & Embryology, GM crops, Euphytica, 3Biotech, Journal of Bioscience, Plant Signaling & Behavior, Scientia Horticulturae, Floriculture and Ornamental Biotechnology, Science Asia-Journal of the Science Society of Thailand, Gardens Bulletin Singapore
Reviewer for 11 local and overseas grant agencies

· National Science Foundation, USA (since 2008)

· Hong Kong Research Grant Council, Hong Kong (since 2004)

· Austrian Science Fund, Austria (since 2009)

· Israel Science Foundation (ISF), Israel (since 2010)

· The Netherlands Organisation for Scientific Research (NWO), Netherlands (since 2010)

· Natural Sciences and Engineering Research Council of Canada (since 2010)

· The French National Research Agency (ANR), France (since 2012)

· Czech Science Foundation (GACR), Czech Republic (since 2007)

· National Natural Science Foundation of China, China (since 2012)
· The Fund for Scientific Research (F.R.S.-FNRS), Belgium (since 2013)
· National Research Foundation, Prime Minister’s Office, Singapore (since 2013)
· Biomedical Research Council (BMRC), The Agency for Science, Technology and Research (A*STAR), Singapore (since 2010)
· Ministry of Education, Singapore (since 2019)
Invited External Reviewer for promotion or recruiment of faculty members

· Shanghai Jiaotong University, China
· Zhejiang University, China
· Peking University, China
· King Abdulaziz University, Saudi Arabia

· University Of Jeddah, Saudi Arabia
· Universiti Kebangsaan Malaysia, Malaysia
· Institute of Plant and Microbial Biology, Academia Sinica, Taiwan,
Research Grants as PI or Co-PI:
1.
Project Title: Identification of genes and functions of their products associated with plant morphogenesis in vitro using the functional genomics approach

Source: NUS Academic Research Fund (ARF-Tier 1)
Duration: 4 years (Jan 2002---Dec 2005)

Amount: S$64, 022 


Status: Principal Investigator 

2.
Project Title: Identification and manipulation of genes associated with fruit ripening

Source: NUS ARF-Tier 1
Duration: 3 years (Oct 2003---Sep 2006) 

Amount: S$57,400 

Status: Co-Principal Investigator

3.
Project Title: Molecular genetic studies on orchid flowering

Source: NUS Start-up fund
Duration: 3 years (Jul 2004---Jun 2007)

Amount: S$145,130 

Status: Principal Investigator

4.
Project Title: Molecular genetic studies of the function of inositol 1,4,5-trisphosphate kinase in plant development

Source: International Collaboration Fund, Faculty of science, NUS 

Duration: 1 year (Mar 2005---Mar 2006)

Amount: S$6,800

Status: Principal Investigator

5.
Project Title: Investigation of gibberellin signaling in flowering process

Source: ARF-Tier 2, Ministry of Education, Singapore
Duration: 3 years (Jan 2006---Jun 2009)

Amount: S$729,164

Status: Principal investigator
6.
Project Title: Molecular genetic studies on SVP function in flowering process

Source: NUS ARF-Tier 1
Duration: 3 years (Jul 2006---Jun 2009)

Amount: S$93,000

Status: Principal investigator

7.
Project Title: NUS Young Researcher Award

Source: NUS, Office of Deputy President
Duration: 3 years (Jul 2007---Jun 2010)

Amount: S$10,000

Status: Principal investigator

8.
Project Title: Genetic modification of orchid flowering traits

Source: NUS ARF-Tier 1
Duration: 3 years (Jul 2007---Jun 2010)

Amount: S$92,500

Status: Principal investigator

9.
Project Title: Elucidating the regulatory network of floral transition mediated by MADS-box genes

Source: ARF-Tier 2, Ministry of Education, Singapore
Duration: 3 years (Dec 2008---Nov 2011)
Amount: S$787,010

Status: Principal investigator

10.
Project Title: Characterization of oil palm genes using Arabidopsis as a plant model system 

Source: Sime Darby Technology Centre Sdn. Bhd., Malaysia

Duration: 6 years (May 2011---May 2017)
Amount: S$988,800

Status: Principal investigator

11.
Project Title: Characterization of floral organ development mediated by DELLA proteins

Source: NUS ARF-Tier 1
Duration: 3 years (Dec 2011---Dec 2014)
Amount: S$129,141
Status: Principal investigator

12.
Project Title: Unraveling the function of J-domain proteins in flowering time control

Source: ARF-Tier 2, Ministry of Education, Singapore
Duration: 3 years (Dec 2011---Nov 2014)
Amount: S$789,780

Status: Principal investigator

13. Project Title: Rice for the future: Novel strategies to develop elite and improved varieties for sustainable rice production


Source: National Research Foundation-CRP


Duration: 5 years (Mar 2012---Feb 2017)

Amount: S$9,946,500

Status: Co-Principal Investigator

14. Project Title: Characterization of novel regulators that control florigen transport

Source: ARF-Tier 2, Ministry of Education, Singapore 

Duration: 3 years (Aug 2012---Jan 2016)

Amount: S$807,728

Status: Principal investigator

15. Project Title: Unravelling the function of FIP37 in shoot meristem development
Source: ARF-Tier 2, Ministry of Education, Singapore 

Duration: 3 years (Nov 2015---Oct 2018)

Amount: S$699,356.40

Status: Principal investigator

16. Project Title: Unravelling the mechanism of macromolecular trafficking in plants
Source: National Research Foundation-NRF Investigatorship

Duration: 5 years (Mar 2016---Feb 2022)

Amount: S$2,990,460
Status: Principal investigator
17. Project Title: Characterization of a CTD phosphatase-like protein in flowering time control
Source: ARF-Tier 2, Ministry of Education, Singapore 

Duration: 3 years (Sep 2016---Sep 2019)

Amount: S$857,330
Status: Principal investigator
18. Project Title: Sustainable hybrid lighting system for controlled environment agriculture

Source: RIE2020 AME Industry Alignment Fund

Duration: 3 years (Feb 2020---Jan 2023)

Amount: S$1,626,720

Status: Principal investigator

19. Project Title: Deciphering the mechanisms of RNA modifications in plants

Source: National Research Foundation COMPETITIVE RESEARCH PROGRAMME (CRP)

Duration: 5 years (Nov 2020---Oct 2025)

Amount: S$8,959,200

Status: Lead Principal investigator

20. Project Title: Genetic Improvement of Indoor Farming Crops

Source: the Singapore Food Story (SFS) R&D Programme 1st Grant Call

Duration: 5 years (May 2021---Apr 2026)

Amount: S$4,884,133.20

Status: Lead Principal investigator

Research Students and Staffs Trained:

· 32 Ph.D, 4 Masters, and 26 honours students graduated from my lab.
· 22 Postdocs were trained in the lab.

· 5 Ph.D and 1 honour students, and 12 postdocs are currently in the lab.
· Since 2008, Ph.D students in my lab have consistently won the following prestigious awards:
· Wang Gungwu Medal and Prize for the best Ph.D thesis in “Natural Sciences” in NUS
· Chua Toh Hua Memorial Gold Medal for the best Ph.D thesis in “Life Sciences” in NUS (twice)

· The Top Graduate Research Award in Faculty of Science, NUS
· The Best Graduate Research Award in Department of Biological Sciences, NUS

· Chinese Government Award for Outstanding Self-financed Students Abroad 

· Singapore Millennium Foundation PhD scholarship 

· First Ray Wu International Prize for Excellence in Life Sciences 
· International Society of Plant Molecular Biology (ISPMB) Gold Medal for the most outstanding research work done in “Plant Sciences” in NUS (twice)
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